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IM THE CLAIMS 

1-143 (Cancelled) 

144 (Currently Amended) . A method of identifying 
and producing a peptide which interacts with a ligand which 
interacts with a discontinuous epitope of a single biological 
unit__c_Qnsisting of a protein or consist ing of two or more 
proteins which interact to form a compXex / the method 
comprising: 

fa) providing a plurality of DNA fragmentST-"^wttieh 
consisting of fragments , each of which appears 
appear in a DNA sec[uence which that encodes 
said the^single biological unit; 

(b) creating a library consisting of 
oligonucleotides from said plurality of PNA 
i^Si^^BM/ each said oligonucleotide comprising 
at least two of said fragments, said fragments 
being randomly 1 i gated ; 

(c) inserting each of said oligonucleotides from 
said library of oligonucleotides into an 
expression system.; 

(d) causing the peptides encoded by said 
oligonucleotides to be expressed; 

(e) screening the expressed peptides for 
interaction with a ligand that interacts with a 
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discontinuous epitope of said single biological 
unit; 

(f) identifying any peptide which so interacts; and 
{g} producing any peptide so identified. 

145 (Previously Added) . A method in accordance with 
claim 144, wherein said procedure of (a) comprises cutting 
said DNA sequence to form said plurality of DNA fragments. 

146 (Previously Added) . A method in accordance with 
claim 145, wherein said cutting is accomplished enzymatically . 

147 (Previously Added) . A method in accordance with 
claim 145, wherein said cutting is accomplished mechanically. 

148 (Previously Added) . A method in accordance with 
claim 144, wherein said procedure of (a) comprises 
synthesizing said plurality of DNA fragments. 

149 (Previously Added) . A method in accordance with 
claim 144, wherein said procedure of (b) comprises randomly 
ligating said plurality of DNA fragments to form at least one 
ligated fragment and at least partially digesting said at 
least one ligated fragment to form said library of 
oligonucleotides . 

150 (Previously Added) . A method in accordance with 
claim 144, wherein said expression system comprises a 
plurality of bacteria and said procedure of (c) comprises 
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inserting one of said library of oligonucleotides into each of 
said plurality of bacteria. 

151 (Previously Added) . A method in accordance wirh 
claim 144, wherein said expression system comprises a 
plurality of phages and said procedure of (c) comprises 
inserting one of said library of oligonucleotides inro each of 
said plurality of phages. 

152 (Previously Added) . A method in accordance with 
claim 151/ wherein said oligonucleotides are inserted into 
said phages by cloning said oligonucleotides into phage genes 
coding for a coat protein. 

153 (previously Added] . A method in accordance with 
claim 152/ wherein said phages are filamentous phages and said 
coat protein is plll or pVIII. 

154 (Previously Added] , A method in accordance with 
claim 144/ wherein said expression system comprises an 
eukaryotic expression system and said procedure of (c) 
comprises inserting said library of oligonucleotides into 
eulcaryotic expression vectors and inserting said vectors into 
said eukaryotic expression system, 

155 (Previously Added) . A method in accordance with 
claim 144, wherein said single biological unit is a protein. 
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156 (Previously Added) . A method in accordance with 
claim 144, whsrein said single biological unit is two or more 
proteins which interact to form a complex. 

157 (Previously Added/Currently Withdrawn) , A 
method of vaccinating a subject against an organism, 
comprising placing a product produced in accordance with the 
method of claim 144 into a vaccine carrier and administering 
said product and vaccine carrier to the subject. 

158 (Currently Amended/ Currently Withdrawn) . A 
library consisting of a plurality of peptides, each of which 
comprises at least two peptide fragments, each said fragment 
appearing in the amino acid sequence of a single biological 
unit, said fragments being randomly ligated to form said 
peptides , wherein said single biological unit consists of a 
protein or consists of two or more proteins which interact to 
form a complex . 

153 (Currently Amended) . A method of preparing a 
library of peptides which can be screened to find peptides 
which that, interact with ligands which interact with 
discontinuous epitopes of a single biological un i t cons i s t ing 
of a protein or consisting of two or more proteins which 
interact to form a complex , comprising: 
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(a) providing a plurality of DNA fragments / vfhich 
consisting of fragments ^ each of which appears af>p^a-r-"'in a PNA 
sequence which that encodes e^^^ the single biolocfica.1 unit; 

(b) creating a library consistincr_ of 
oligonucleotides from said plurality of PNA fragments ^ each 
said oligonucleotids comprising at least two of said 
fragments, said fragments being randomly ligated; 

(c) inserting each of said oligonucleotides from 
said library of oligonucleotides into an expression system; 
and 

(d) causing the peptides encoded by said 
oligonucleotides to be expressed, thereby preparing a library 
of peptides, 

160 {Previously Added). A method in accordance with 
claim 159, wherein said procedure of (a) comprises cutting 
said DNA sequence to fonti said plurality of DNA fragments. 

161 (Previously Added) . A method in accordance with 
claim 160, wherein said cutting is accomplished enzymatically . 

162 (Previously Added) . A method in accordance with 
claim 160, wherein said cutting is accoiciplished mechanically. 

163 (Previously Added) . A method in accordance with 
claim 159, wherein said procedure of (b) comprises randomly 
ligating said plurality of DHA fragments to form at least one 
ligated fragment and at least partially digesting said at 
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least one ligated fragment to form said library of 
oligonucleotides* 

164 {Previously Added) . A method in accordance with 
claxKi 159, wherein said expression system comprises a 
plurality of bacteria and said proceciure of (c) comprises 
inserting one of said library of oligonucleotides into each of 
said plurality of bacteria. 

165 {Previously Added) . A method in accordance with 
claim 159, wherein said expression system comprises a 
plurality of phages and said procedure of (c) comprises 
inserting one of said library of oligonucleotides into each of 
said plurality of phages. 

166 (Previously Added) * A method in accordance with 
claim 165/ wherein said oligonucleotides are inserted into 
said phages by cloning said oligonucleotides into phage genes 
coding for a coat protein, 

167 (Previously Added) . A method in accordance with 
claim 166, wherein said phages are filamentous phages and said 
coat protein is pIII or pVlII. 

168 (Previously Added) , A method in accordance with 
claim 159/ wherein said expression system comprises an 
eukaryotlc expression system and said procedure of (c) 
comprises inserting said library of oligonucleotides into 
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euJcaryotic expression vsctors and inserting said vectors into 
said eukajcyotic exprsssion system. 

169 (Previously Added) . A method in accordance with 
claim 159^ wherein said single biological unit is a protein, 

170 (Previously Added) . A method in accordance with 
claim 155, wherein said single biological unit is two or more 
proteins which interact to form a complex, 

171 (Currently Araended/Currently ^^ithdrawn) , A 
method of identifying and producing an oligonucleotide which 
interacts with a ligand which interacts with a discontinuous 
epitope of a single biological DNA or RKA unit consisting of a 
telomere, a tRNA or a ribozyme , the method comprising: 

(a) providing a plurality of DNA fracfmentsr 
^ha:^ hconsisting of fragments^ each of which 
appears ^ :^^^3&-in a DNA sequence of a single 
biological DNA unit or correspond to an RNA 
sequence of a single biological RNA unit; 

(b) creating a library consistin<^ of 
oligonucleotides from said plurality of DNA 
fragments/ each said oligonucleotide comprising 
at least two of said fragments, said fragments 
being randomly ligated; 

(c) if the biological unit is an RNA unit, 
transcribing the DNA of each of said 
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oligonucleotides from sai d l3.brary_of 
oligonucleotides to RNA to form an RNA 
oligonucleotide library; 
{d) scresriing the oligonucleotids library for 

interaction with a lig^nd that interacts with a 
discontinuous epitope of said single biological 
unit; 

(e) identifying any oligonucleotide which so 
interacts; and 

(f) producing any oligonucleotide so identified, 

172 (Previously Added/Currently Withdrawn) . A 
method in accordance with claiin 111/ wherein said single 
biological unit is a telomere. 

173 (Previously Added/Currently Withdrawn) . A 
method in accordance with claim 171, wherein said single 
biological unit is a tRNA. 

174 (Previously Added/Currently Withdrawn) . A 
method in accordance with claim 171, wherein said single 
biological unit is a ribozyme. 

175 {Currently Amended/Currently Withdrawn) , A 
method of preparing a library of oligonucleotides which can be 
screened to find oligonucleotides which interact with ligands 
w hi ch t ha t ^ int e r ac t with discontinuous epitopes of a single j 

- 9 - 



F8b-19-£003 17:21 Frorn-BROWDY NEIMARK 2027373528 T-454 P. 011/021 F-846 

In re of Appln. No. 09/297,668 



biological DNA or RMA unit cons isting of _a telomere, a tRim or 
a ribozyroe , comprising: 

(a) providing a plurality of DNA fragments, which 
consisting of fragments^ each of which appears 
•a^^^ea-^-in a DNA sequence of ^ single biological 
DNA unit or correspond to an RNA sequence of a 
singls biological RNA unit; 

(b) creating a library consisting of 
oligonucleotides from said plurality of DNA 
fragments^ each said oligonucleotide comprising 
at least two of said fragments, said fragKients 
being randoitvly ligated; and 

(c) if the biological unit is an RNA unit, 
transcribing the DNA of each of said 
oligonucleotides from said library of 
oligonucleotides to RNA to form an RNA 
oligonucleotide library. 

176 (Currently Amended/Currently Withdrawn) . A 
library consisting of a plurality of oligonucleotides^, each of 
which comprises at least two DNA fragments, wherein each of 
sai4 fragments appear in a DNA sequence which comprises, 
encodes or transcribes a single biological unit, said 
fragments being randomly ligated to foriti said 
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oligonucleotides , wherein said_. si ngle bio logical unit consists 
of a telomere, a tRNA or a ribozyitie , 

177 (Previously Added) . A method in accordance with 
claim 144, wherein each of said DNA fragments of {a) has a 
size of about 50 to about 150 base pairs. 

17S (Previously Added/Currently Withdrawn) , A 
library of peptides in accordance with claim 158, wherein each 
of said peptide fragments has a size of about 17 to about 50 
residues . 

179 (Previously Added) . A method in accordance with 
claim 159, wherein each of said DNA fragments of (a) has a 
size of about 50 to about 150 base pairs, 

180 (Previously Added/ Currently Withdrawn) . A 
method in accordance with claim 171, wherein each of said DHA 
fragments of (a) has a size of about 50 to about ISO base 
pairs* 

181 (Previously Addsd/Currently Withdrawn) . A 
method in accordance with claim 175, wherein each of said DNA 
fragments of (a) has a size of about 50 tp about 150 base 
pairs . 

182 (Previously Added/Currently Withdrawn) . A 
library of oligonucleotides in accordance with claim 176, 
wherein each of said DNA fragments has a size of about 50 to 
about 150 base pairs* 



^ 11 - 



